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. . Analyte Name RT [min] m/zmeas. MRSQC
5& HELIZCCSENFEED
0.2% LNTHY. MRSQC Xa7 O-Desmethylvenlafaxine  1.48 264.1959
I% TargetScreener 4D F—#4~_—  Tramadol 148 264.1959
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TIMS ON
Analyte Name RT [min] m/zmeas. CCS[A?] CCS[A?l meas. CCS[%] MRSQC
O-Desmethylvenlafaxine 148 2641959  166.80 16713 0.20
Tramadol 161.20
Mobilogram Chromatogram
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& 201 g 29
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